MCB 5672-01 Applied Bioinformatics
May 17 from 12-5pm, May 18 and 21 from 9am-5pm
1 Credit

Instructors: Kevin Lee (kevin.lee@uconn.edu) and Jonathan Klassen (jonathan.klassen@uconn.edu)
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A brief Unix “boot-camp”
to get you comfortable
driving a computer from a
command-line interface

OPEN TO ALL GRADUATES AND QUALIFIED UDERGRADUATES
Permission number: Contact Elaine Mirken (elaine.mirken@uconn.edu)
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